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Streptococcus pneumoniae TIGR4 20131125 GeneTestingReport

From LMU BioDB 2013

Export Information
Version of GenMAPP Builder: 2.0b73
Database called: tATK_TIGR4_2013NOV25
Computer on which export was run: Tauras Personal Computer
Postgres Database name: tATK_TIGR4_2013NOV25
UniProt XML filename: 20131118_UniProtXML_tATK_TIGR4_TPV.xml

= UniProt XML version: UniProt Release 2013_11; 2013Nov13
= Time taken to import: 3.15min

GO OBO-XML filename: 20131120_OBOXML_tATK_TPV.obo-xml

= GO OBO-XML version: 2013Nov20
= Time taken to import: 10.59min
= Time taken to process: 9.25min

GOA filename: 20131118_GOA_tATK_TIGR4_TPV.goa

= GOA version: 2013Nov12 14:49
= Time taken to import: 0.03min

Name of .gdb file: Streptococcus _pneumoniae_TIGR4_20131125.gdb

= Time taken to export .gdb: lessthan 1 hour
= Started at 22:53
= Finished by 23:50

Contents

1 Export Information

2 Tally Engine

3 Using XMLPipeDB match to Validate the XML Results
from the Tally Engine

4 Using SQL Queries to Validate the PostgreSQL
Database Results from the Tally Engine

5 OriginalRowCounts Comparison

6 Visual Inspection

7 .gdb Use in GenMAPP
7.1 Putting a gene on the MAPP using the GeneFinder
window
7.2 Creating an Expression Dataset in the Expression
Dataset Manager
7.3 Coloring a MAPP with expression data
7.4 Running MAPPFinder

8 Compare Gene Database to Outside Resource

9 Template

= Upload your file and link to it here. Streptococcus pneumoniae_TIGR4_20131125.gdb

TallyEngine

= Tally Engine run on Tauras personal computer.
= Final Results:

= Ordered Locus XML Count: 2126

= Ordered Locus Database Count: 2126
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Using XMLPipeDB match to Validate the XML
Results from the TallyEngine

[ ciose

= XMLPipeDB match program was downloaded from Sourceforge [[1]]
= Moved xmlImatch jar file to Downloads folder on personal computer
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https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:TallyEngine_Capture_TPV.JPG
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/images/b/b2/20131118_UniProtXML_tATK_TIGR4_TPV.xml
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/images/7/72/20131120_OBOXML_tATK_TPV.gz
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/images/d/da/20131118_GOA_tATK_TIGR4_TPV.goa
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/images/2/26/Streptococcus_pneumoniae_TIGR4_20131125.gdb
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/images/2/26/Streptococcus_pneumoniae_TIGR4_20131125.gdb
http://sourceforge.net/projects/xmlpipedb/
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= Ran cmd program on personal computer
= Ran query: cd Downloads file

Searched for pattern: SP_[0-9][0-9][0-9][0-9]

= Total unique matches found: 2126

= Thistotal matched resultsfound in Tally Engine count

unigue mna

Jjar "SPF_I[B-71I8-% 118

Using SQL Queries to Validate the PostgreSQL Database Results from the TallyEngine

= Ran pgAdmin Il through personal computer to run SQL query
= Command used:
= select count(*) fromgenenametype where type = 'ordered locus' and value ~ 'SP_[0-9][0-9][0-9][0-9]";
= Unique matchesfound: 2126
= These results matched those of Tally Engine and XMLPipeDB match, confirming values
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Follow the instructions on this page to query the PostgreSQL Database.

OriginalRowCounts Comparison

= Original Row Counts for the gdb file contained had a UniProt Ordered Locus count of 4252
= Thiswas a result of the databasesincluding Gene IDs with and and without underscore

Visual Inspection

Systems Table

= There are numerous missing dates for the gene ID systems.
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https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:20131107_XMLmatch_tATK_TIGR4_AJV.PNG
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:20131119_SQLcountresults_tATK_TIGR4_AJV.PNG
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/How_Do_I_Count_Thee%3F_Let_Me_Count_The_Ways#SQL
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OrderedLocusNames Table
= ID'stake the forms SP_#### and SP####
UniProt Table

= |D'sare all in expected form SP_####

1D - Species - Date -
SP 0002 | StreptococcusPneumoniaeTIGRS | 11/25/2013
SP 0274 | streptococcusPneumoniaeTIGRA | 11/25/2013
5P_0291 | StreptococcusPneumoniaeTIGRS | 11/25/2013
SP 0458 | StreptococcusPneumoniaeTIGRS | 11/25/2013
SP_1644 | streptococcusPneumoniaeTIGRA | 11/25/2013

RefSeq Table

= |Dsin form NP_######
= Thisisexpected form for RefSeq, refersto protein accession number.

W, -| Specles ~| Date -
NP 36215 | |Streptotoccws  11/25/2013
MNE_24a5814 | Streptococo: 1125 2013
WP 344971 [Streptotocow: 110252013
WP_345500  |Streptococow: 11f25/2013
NE_ 346330 | 5treptototou: 11/25/2013
NP _345826 | Sireptococo: iifas 2013
MNE_ 345408 | Streptocoot: 11252013
NP_345370 |Streptovoccur 112572013
NP_396204 | 5treptotooo: 1125 2013
NP _345063 |Streptocoocw: 11252013

.gdb Use in GenMAPP

Note:

Putting a gene on the MAPP using the GeneFinder window

= Try a sample ID from each of the gene ID systems. Open the Backpage and see if all of the crossreferenced IDs that are supposed
to be there are there.

Note:

= no criteria met: Q97RY3 (Q97RY3_STRPN) matched with uniprot page
= not found: Q97NJ5 (Q97NJ5_STRPN) matched with uniprot page

= decreased: Q97SJ6 (CPSC_STRPN) matched with uniprot page

= increased: Q97SB2 (Q97SB2_STRPN) matched with uniprot page

https://xmlpipedb.cs.Imu.edu/biodb/fall2013/index php/Streptococcus_pneumoniae_TIGR4_20131125_GeneTestingReport

3/4


https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:20131121_E3Systemstable_tATK_TIGR4_AJV.PNG
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:Uniprotids2.JPG
https://xmlpipedb.cs.lmu.edu/biodb/fall2013/index.php/File:Refseqsnip2.JPG
http://www.uniprot.org/uniprot/Q97RY3
http://www.uniprot.org/uniprot/Q97NJ5
http://www.uniprot.org/uniprot/Q97SJ6
http://www.uniprot.org/uniprot/Q97SB2
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Creating an Expression Dataset in the Expression Dataset Manager

= How many of the IDs were imported out of the total IDsin the microarray dataset? How many exceptions were there? Lookin the
EX.txt file and look at the error codes for the records that were not imported into the Expression Dataset. Do these represent IDs that
were present in the UniProt XML, but were somehow not imported? or were they not present in the UniProt XML?

Note: 4689 out of 5022 |Ds were imported. There were 333 exceptions, all due to not being present in UniProt.
Coloring a MAPP with expression data
Note: increased was colored red, decreased was colored green, no criteria met was colored grey, and not found was colored white

Running MAPPFinder

Note: MAPPFinder worked successfully for all of the data used in this project.

Compare Gene Database to Outside Resource

= Could not find downloadable gene ID list on Ensembl, which was used as MOD for the TIGR4 strain.
= A'Coding Gene Count' was given, a value of 2125

= Thistotal isone lessthan our expected value of 2126

= Inability to find ID list kept us from being able to identify reasons for differences between the values.

Gene counts

Coding genes: 2125

Short Non 58
coding genes:
Gene 2183

transcripts:

Template

Alina's User Page Kevin's User Page Tauras's User Page

Biological Databases Class Page Gene Database Project Gene Database Project Report Guidelines

Streptococcus pneumoniae

Import Export Cycle 1: tATK Export One: TIGR4 Testing Report
Import Export Cycle 2: tATK E2: TIGR4 Testing Report
Import Export Cycle 3: tATK E3: TIGR4 Testing Report
Import Export Cycle 4: tATK E4: TIGR4 Testing Report

Data Information

Project Roles: Project Manager Coder GenMAPP User Quality Assurance

= Kmeilak Week 10, Kmeilak Week 11, Kmeilak Week 12, Kmeilak Week 13
= Taur.vil Week 10, Taur.vil Week 11, Taur.vil Week 12, Taur.vil Week 13, Taur.vil Week 14, Taur.vil Week 15
= Ajvree Week 10, Ajvree Week 11, Ajvree Week 12, Ajvree Week 13, Ajvree Week 14, Ajvree Week 15

Retrieved from "https://xmlpipedb.cs.Imu.edu/biodb/fall2013/index.php?
title=Streptococcus_pneumoniae_TIGR4_20131125_GeneTestingReport&oldid=7043"
CategoriesStreptococcus pneumoniaeGroup Projectslleam ATKJournal Entry

= Thispage waslast modified on 12 December 2013, at 23:33.
= Content is available under Creative Commons Attribution Non-Commercial Share Alike.
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