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Clusters ordered based on number of genes and profiles ordered by significance (default)
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Profile #22:(0,0,0,0,2, 1)
178.0 Genes Assigned; 22.9 Genes Expected; p-value = 3.4E-98 (significant)
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Profile #2:(0,-2,-2,0,1, 0)
91.0 Genes Assigned; 35.5 Genes Expected; p-value = 1.6E-15 (significant)
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4 Expression Change
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Profile #5: (0, -1,-2, -2 -1, 0)
78.0 Genes Assigned; 471 Genes Expected; p-value = 1.6E-5 (significant)
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Profile £38: (0,1, 0,2, 0, 0)

67.0 Genes Assigned; 26.8 Genes Expected; p-value = 2.7E-11 (significant)
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Profile #7:(0,-2,0,-1,0,1)
f5.0 Genes Assigned; 24.3 Genes Expected; p-value = 3.1E-12 (significant)
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Profile #0:(0,-2,-2,-2,-1,-2)
46.0 Genes Assigned; 23.6 Genes Expected; p-value = 2.3E-5 (significant)
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