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= Open reading frames are highlighted in red
= Select your initiator on one of the following frames to retrieve your amino acid sequence Download all the translated frames

~5'3' Frame 1
MENITQPTQQSTQATQRFLIEKFSQEQIGENIVCRVICTTGQIPIRDLSADISQVLKEKRSIKKVWTFGRNPACDYHLGNISRLSNKHFQILLGEDGNLLLNDISTNGTWLNGQKVEKNSNQLLSQGDEITVGVGVESDILSLVIFINDKFKQCLEQNKV
DRIRSNLKNTSKIASPGLTSSTASSMVANKTGIFKDFSIIDEVVGQGAFATVKKAIERTTGKTFAVKI ISKRKVIGNMDGVTRELEVLOKLNHPRIVRLKGFYEDTESYYMVMEFVSGGDLMDFVAAHGAVGEDAGREISRQILTAIKY ITHSMGI SHRDL
KPDNILIEQDDPVLVKITDFGLAKVQGNGSFMKTFCGTLAYVAPEVIRGKDTSVSPDEYEERNEYSSLVDMWSMGCLVYVILTGHLPFSGSTQDQLYKQIGRGSYHEGPLKDFRISEEARDFIDSLLQVDPNNRSTAAKALNHPWIKMSPLGSQSYGDFS
QISLSQSLSQQKLLENMDDAQYEFVKAQRKLOMEQQLQEQDQEDQDGKIQGFKIPAHAPIRYTQPKS IEAETREQKLLHSNNTENVKS SKKKGNGRFLTLKPLPDSI IQESLEIQQGVNPFFIGRSEDCNCKIEDNRLSRVHCFIFKKRHAVGKSMYESP
AQGLDDIWYCHTGTNVSYLNNNRMIQGTKFLLQODGDEIKIIWDKNNKFVIGFKVEINDTTGLFNEGLGMLQEQRVVLKQTAEEKDLVKKLTOMMAAQRANQPSASSSSMSAKKPPVSDTNNNGNNSVLNDLVESPINANTGNILKRIHSVSLSQSQIDPS
KKVKRAKLDQTSKGPENLQFS-

\

~5'3"' Frame 2
WKILHNPHSNPRRLLKGF-LRSFLKNRSAKTLCAGSFVPRVKFPSEICQLIFHKCLRKNDP-RKFGHLVETQPVTII-ETFQDCQISISKYY-EKTVTFY-MTFPLMGPG-MGKKSRRTAISYCLKVMK-PLV-AWNQIFYLWSFS-TTNLSSASSRTKL
IA-DLT-KIPLK-LLLVLHHLLHHQWWPTRLVFLRIFRLLTKWWARVHLPQ-RKPLKELLGKHSR-RL-VNAK--AIWMV-QES-KYCKSSIIQG-YD-KDFMKILRVIIW-WSSFLVVT-WILLLLMVRLEKMLGGRYPGRYSQQ-NTFTLWASAIVT-
SPIIFLLNKTILYW-R-PTLVWQKYKEMGLL-KPSVALWHMWHLKSSEVKIHPYLIMNTKKGMSTLR-WICGQWDVLCMLS-RATYLLVVAHRTNYINRLEEAHIMKGPSKISGYLKKQEIS-IHCYRWIQIIGRQLQKP-IIPGSR-VHWAHNHMVIFH
KYPYHNRCRSRNY-KIWTMLNTNLSKRKGNYKWSNNFKNRIRKTKMEKFKDLKY PHT PLEDIHSPKALKQKLENKNFYIPIILRMSRAQRKRVMVGE - L-NHCLTALFKKAWRFSKV-IHFSLVDPRIAIVKLKT IGCLEF IASFSKRGML-AKACMNLR
HKV-MIFGIATPELT-AI-IITA-YRVRNSFYKTEMKSRSFGIKTINLSLALKWKLTILQVCLTRD-VCYKNKE-YLSKQPKKKIW-KS-PR-WQLNVQINPRLLLHQCRLRSRQLAIQIITAIIRY-TTW-SHRLMRIRGTF-REYIR-VYRNHKLILV
RRLKGONWTKPQKAPRICNFR

\

~5'3"' Frame 3
GKYYTTHTAIHAGYSKVFD-EVFSRTDRRKHCVQGHLYHGSNSHPRFVS-YFTSA-GKTIHKESLDIW-KPSL-LSFRKHFKTVK-AFPNTTRRRR-PFIE-HFH-WDLVKWAKSREEQQSVTVSR--NNRWCRRGIRYFISGHFHKRQI -AVPRAEQS-
SHKI-PEKYL-NSFSWSYIIYCIINGGQQDWYF-GFFDY-RSGGPGCICHSKESH-KNYWENIRGEDYK-TQSNRQYGWCDKRVRSIAKAQSSKDSTIERIL-RY-ELLYGDGVRFWW-LNGFCCCSWCGWRRCWEGDIQADTHSNKIHSLYGHQPS-PK
AR-YSY-TRRSCIGKDNRLWSGKSTRKWVEYENLLWHFGICGT-SHQR-RYIRIS--IRRKE-VLFVSGYVVNGMSCVCYPNGPLTF-W-HTGPII-TDWKRLIS-RAPQRFPDI-RSKRFHRFIVIGGSK--VDSCKSLESSLDQDESIGLTIIW-FFT
NILITIVVAAEIIRKYGRCSIRICQSAKEITNGATTSRTGSGRPRWKNSRI-NTRTRPYSIYTAQKH-SRN-RTKTFTFQ-Y-ECQELKEKG-W-VENFKTIA-QHYSRKPGDSARCESIFHW-IRGLQL-N-RQ-VVSSSLLHFQKEACCRQKHV-ISG
TRFR-YLVLPHRN-RELFK--PHDTGYEIPFTRRR-NQDHLG-KQ-ICHWL-SGN-RYYRSV-RGIRYVTRTKSST-ANSRRKRFGEKVNPDDGSSTCKSTLGFFFINVG-EAAS-RYK--RQ-FGTKRLGRVTD-CEYGEHFEENTFGKFIAITN-S-~
EG-KGKIGPNLKRPREFAIFV

\

~3'5' Frame 1
LRKLQILGAF-GLVQFCPFNLLTRINL-LR-TYRMYSLONVPRIRINR-LYQVV-YRIIAVIICIANWRLLSRH--RRSRGLICTLSCHHLG-LFHQIFFFGCLLKYYSLFL-HT-SLVKQTCSIVNFHFKANDKFIVFIPNDLDFISVL-KEFRTLYHA
VII-IAHVSSGVAIPNII-TLCRRFIHAFAYSMPLFENEAMNSRQPIVENFTIAILGSTNEKWIHTLLNLQAFLNNAVRQWF-S-KPTITLFL-ALDILSIIGM-KFLFSSFCFNAFGLCISNRGVCGYFKSLNFSILVFLILFLKLLLHL-FPLRFDKF
VLSIVHIF--FLLRQRL--GYL-KITI-L-AQWTHLDPGMIQGFCSCRPIIWIHL-Q-IYEISCFFRYPEIFEGPFMI-ASSNLFI-LVLCATTKR-VAR-DNIHKTSH-PHIH-RRVLIPFFVFIRRYGCIFTSDDFRCHICQSATEGFHKRPISLYFC
QTKVGYLYQYRIVLFNKNIIGL-VTMADAHRVNVFYCCEYLPGYLPPSIFSNRTMSSNKIH-VTTRNELHHHIITLSIFIKSFQSYYPWMIELLQYF-LSCHTIHIAYYFAFTYNLHRECFPSSSFNGFLYCGKCTLAHHFVNNRKILKNTSLVGHH--C
SR-CKTRRSYFRGIFQVRSYAINFVLLEALLKFVVYENDQR-NI-FHAYTNGYFITLRQ-LIAVLLDFLPI-PGPISGNVIQ-KVTVFS--YLEMLI-QS-NVS-MIVTIGWVSTKCPNFLYGSFFLKHL-NIS-QISDGNLTRGTNDPAHNVFADLFLRK
LLNQKPLSSLRGLLCGLCNIFH

\

~—3'5' Frame 2
YENCKFSGPFEVWSNFALLTFLLGSICDCDKLTECILFKMFPVFALIGDSTKSFSTELLPLLFVSLTGGFLADIDEEEAEG-FAR-AAIIWVNFFTKSFSSAVCLSTTLCSCNIPNPSLNRPVVSLISTLKPMINLLFLSQMILISSPSCKRNFVPCIMR
LLFK-LTLVPVWQYQISSKPCAGDS YMLLPTACLFLKMKQ-TRDNLLSSILQLQSSDLPMKNGFTPC-ISRLS-IMLSGNGFKVKNLPLPFFFELLTFSVLLECKSFCSLVSASMLLGCVYRIGACAGILNP-IFPSWSS-SCS-SCCSICNFLCALTNS
Y-ASSIFSNNFCCDNDCDKDICEKSPYDCEPNGLILIQG-FKAFAAVDLLFGSTCNNESMKSLASSDIRKSLRGPS-YEPLPICLYNWSCVLPLKGKWPVRITYTRHPIDHISTNEEYSFLSSYSSGDTDVSLPLMTSGATYAKVPQKVEIKDPEPCTFA
RPKSVIFTNTGSSCSIRILSGFRSRWLMPIE-MYFIAVSICLDISLPASSPTAP-AATKSIKSPPETNSITI--LSVSS-NPFNRTILG-LSFCNTSNSLVTPSILPITLRLLIIFTANVFPVVLSMAFFTVANAPWPTTSSIIEKSLKIPVLLATIDDA
VDDVRPGEAILEVEFRLDLMRSTLFCSRHCLNLSFMKMTRDKISDSTPTPTVISSP-DSN-LLFFSTFCPFNQVPLVEMSFNKRLPSSPSSIWKCLFDSLEMFPK--SQAGFLPNVQTFFMDRFSLSTCEISADKSRMGI - PVVQMTLHTMFSPICS-EN
FSIKNL-VACVDCCVGCVIFS

.

~3'5"' Frame 3
TKIANSRGLLRFGPILPF-PSY-DQFVIAINLPNVFSSKCSPYSH-SVTLPSRLVPNYCRYYLYR-LAAS-PTLMKKKPRVDLHVELPSSGLTFSPNLFLRLFA-VLLFVLVTYLIPR-TDL-YR-FPL-SQ-QIYCFYPK-S-FHLRLVKGISYPVSCG
YYLNSSR-FRCGNTKYHLNLVPEIHTCFCLQHASF-K-SNELETTYCLQFYNCNPRIYQ-KMDSHLAESPGFLE-CCOAMVLKLKTYHYPFSLSS-HSQYYWNVKVFVL-FLLQCFWAVYIE-GRVRVF-ILEFFHLGLPDPVLEVVAPFVISFAL-QIR
IEHRPYFLIISAATTIVIRIFVKNHHMIVSPMDSS-SRDDSRLLQLSTYYLDPPVTMNL-NLLLLQISGNL-GALHDMSLFQOSVYIIGPVCYH-KVSGPLG-HTQDIPLTTYPLTKSTHSFLRIHQEIRMYLYL--LOVPHMPKCHRRFS-KTHFLVLLP
DQSRLSLPIQDRLVQ-EYYRALGHDG-CP-SECILLL-VSAWISPSQHLLOPHHEQQQONPLSHHQKRTPSPYNNSQYLHKILSIVLSLDD-AFAILLTLLSHHPYCLLLCVYL-SSPRMFSQ-FFQWLSLLWOMHPGPPLRQ-SKNP-KYQSCWPPLMMO
-MM-DOEKLF-RYFSG-ILCDQLCSARGTA-ICRL-K-PEIKYLIPRLHQRLFHHLETVIDCCSSRLFAHLTRSH-WKCHSIKGYRLLLVVFGNAYLTVLKCFLNDSHRLGFYOMSKLSLWIVFP-ALVKYQLTNLGWEFDPWYK-PCTQCFRRSVLEKT
SQSKTFE-PAWIAVWVV-YFP




