|£] All STEM Profiles (1) - O X

Clusters ordered based on number of genes and profiles ordered by significance (default)
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|£ Profile 45

og Expression Change
(i)

Profile #45: (0,2, 2,1,-1,0)
354.0 Genes Assigned; 44.3 Genes Expected; p-value = 2.9E-201 (significant)

Profile Gene Tahle I l Profile GO Table




|£| GO Results for Profile 45 based on the actual number of genes assigned to the profile - O X
Category ID Category Name #Genes #Genes #Genes #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0005730 |GO:0005730 169 88.0 31.0 +57.0 9.1E-26 <0.001 2.8 -
G0:0042254 |GO:0042254 122 68.0 224 +45.6 5.8E-22 <0.001 3.0
GO0:0005634 |GO:0005634 720 204.0 132.0 +72.0 5.5E-18 <0.001 15 3
GO:0006364 |GO:0006364 124 62.0 227 +39.3 7.9E-17 <0.001 27 T
GO:0000462 |GO:0000462 36 26.0 6.6 +19.4 1.3E-12 <0.001 3.9
G0:0032040 |GO:0032040 36 25.0 6.6 +18.4 1.5E-11 <0.001 3.8 =
GO0:0030686 |GO:0030686 41 27.0 7.5 +19.5 1.5E-11 <0.001 3.6
G0:0030687 |GO:0030687 49 30.0 9.0 +21.0 1.7E-11 <0.001 33
GO:0000480 |GO:0000480 22 16.0 4.0 +12.0 3.1E-8 <0.001 4.0
G0:0000447 |GO:0000447 27 18.0 4.9 +13.1 3.5E-8 <0.001 3.6
GO:0000463 |GO:0000463 21 15.0 38 +11.2 1.3E-7 <0.001 3.9
GO:0000472 |GO:0000472 23 15.0 42 +10.8 8.0E-7 <0.001 3.6
G0:0042274 |GO:0042274 16 12.0 2.9 +9.1 1.1E-6 <0.001 41
G0:0015578 |GO:0015578 10 9.0 1.8 +7.2 1.8E-6 <0.001 4.9
G0:0005353 |GO:0005353 10 9.0 1.8 +7.2 1.8E-6 <0.001 4.9
GO:0005654 |GO:0005654 22 14.0 4.0 +10.0 2.9E-6 <0.001 35
G0:0042273 |GO:0042273 28 16.0 5.1 +10.9 4 2E-6 <0.001 3.1
G0:0005355 |GO:0005355 13 10.0 24 +7.6 6.5E-6 <0.001 42
G0:1904659 |GO:1904659 13 10.0 24 +7.6 6.5E-6 <0.001 42
G0:0006351 |GO:0006351 158 51.0 29.0 +22.0 7.3E-6 0.002 1.8
G0:0015761 |GO:0015761 11 9.0 2.0 +7.0 8.3E-6 0.002 45
G0:0015755 |GO:0015755 11 9.0 2.0 +7.0 8.3E-6 0.002 45
G0:0030515 |GO:0030515 14 10.0 2.6 +7.4 1.9E-5 0.002 3.9
GO:0003676 |GO:0003676 79 30.0 14.5 +15.5 2.1E-5 0.002 2.1
G0:0030488 |GO:0030488 12 9.0 22 +6.8 2.8E-5 0.002 4.1 -
Click for GO Results Based on the Profile's Expected Size [[3 Copy Table Save Table




|£| Gene Table for Profile 45 - O X
Selected Weight Gene Symbol SPOT 15m 30m 60m 90m 120m
1.00 YCLOS54W 583 0.00 2.02 253 227 -0.11 -0.30 -
1.00 YCLO058C 587 0.00 1.80 1312 1.46 -0.36 0.16
1.00 YCLX02C 603 0.00 2.83 3.26 3.21 -0.08 -0.72 =
1.00 YCLX09W 609 0.00 224 1.83 0.90 -0.37 0.79 =
1.00 YCRO08W 620 0.00 0.88 0.99 0.92 -1.29 0.27 I
1.00 YCRO16W 628 0.00 1.79 2.06 2.20 -0.60 -0.50
1.00 YCRO56W 669 0.00 242 2.66 247 -1.57 0.65
1.00 YCRO057C 670 0.00 0.99 1.01 1.06 -0.79 0.14
1.00 YCRO072C 682 0.00 3.10 3.03 2.20 -1.28 0.69
1.00 YCRX03C 720 0.00 1.41 1.53 1.48 0.14 0.27
1.00 YCRX04W 721 0.00 229 2.05 1.86 -0.12 0.60
1.00 YDLO20C 757 0.00 2.26 2.60 1.97 0.45 -0.20
1.00 YDL042C 779 0.00 1.33 1.43 1.04 -0.60 -0.91
1.00 YDLO048C 785 0.00 267 1.70 1.05 0.13 0.16
1.00 YDLOGOW 797 0.00 1.92 b O & | 1.69 -0.62 -0.34
1.00 YDLO74C 811 0.00 0.90 0.56 0.71 -0.61 0.66
1.00 YDL122W 859 0.00 1.48 1.51 1.14 0.1 -0.33
1.00 YDL148C 886 0.00 1.12 0.63 0.84 -0.12 -0.20
1.00 YDL151C 889 0.00 243 276 2.41 -0.35 -0.24
1.00 YDL153C 891 0.00 1.30 1.98 237 -0.79 -0.59
1.00 YDL205C 943 0.00 1.78 249 2.35 -0.40 0.12
1.00 YDRO017C 1003 0.00 1.78 1.57 0.59 -0.06 0.07
1.00 YDROZ21W 1007 0.00 252 259 173 0.01 0.12
1.00 YDR049W 1035 0.00 0.92 1.30 1.45 -0.25 0.10
1.00 YDROGOW 1046 0.00 0.61 1.38 1.41 -1.17 -0.47 -
Copy Table Save Table [3 Copy Gene Names Save Gene Names Chromosome View




|2 Profile 9 - O X

Profile #9: (0,-1,-2,-2,-1,0)
289.0 Genes Assigned; 56.1 Genes Expected; p-value = 1.3E-114 (significant)

4 Expression Change
(i)

Profile Gene Table | |  Profile GO Table




|£| GO Results for Profile 9 based on the actual number of genes assigned to the profile — O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0005789 |GO:0005789 103 27.0 15.4 +11.6 1.6E-3 0.258 1.8 -
G0:0005774 |GO:0005774 34 12.0 51 +6.9 2.5E-3 0.324 24
G0:0022625 |G0O:0022625 31 11.0 4.6 +6.4 3.6E-3 0.480 24
G0:0002181 |G0O:0002181 40 13.0 6.0 +7.0 3.8E-3 0.492 22
G0:0005783 |GO:0005783 175 39.0 26.2 +12.8 4.4E-3 0.522 1.5 3
G0:0006915 |GO:0006915 12 6.0 1.8 +4.2 4.5E-3 0.552 33
G0:0005856 |GO:0005856 41 13.0 6.1 +6.9 4.9E-3 0.560 21
G0:0005737 |GO:0005737 728 128.0 109.0 +19.0 7.6E-3 0.732 1.2 =
G0:0030433 |GO:0030433 17 7.0 2:5 +4.5 7.9E-3 0.752 28
G0:0005773 |GO:0005773 44 13.0 6.6 +6.4 9.4E-3 0.772 2.0
G0:0007059 |GO:0007059 18 7.0 2:7 +4.3 0.01 0.876 26
G0:0000139 |GO:0000139 31 10.0 4.6 +5.4 0.01 0.878 22
G0:0000775 |GO:0000775 19 7.0 2.8 +4.2 0.02 0.934 25
G0:0016853 |GO:0016853 15 6.0 22 +3.8 0.02 0.944 27
G0:0006888 |GO:0006888 20 7.0 3.0 +4.0 0.02 0.958 23
G0:0003697 |G0O:0003697 12 5.0 1.8 +3.2 0.02 0.978 28
G0:0000777 |GO:0000777 12 5.0 1.8 +3.2 0.02 0.978 28
G0:0000329 |GO:0000329 39 11.0 5.8 +5.2 0.02 0.978 1.9
G0:0006412 |GO:0006412 70 17.0 10.5 +6.5 0.02 0.982 1.6
G0:0006260 |GO:0006260 21 7.0 3.1 +3.9 0.03 0.984 22
G0:0005794 |GO:0005794 50 13.0 75 +5.5 0.03 0.984 1T
G0:0005829 |GO:0005829 174 35.0 26.0 +9.0 0.03 0.988 13
G0:0006457 |GO:0006457 27 8.0 4.0 +4.0 0.04 0.990 2.0
G0:0005694 |GO:0005694 27 8.0 4.0 +4.0 0.04 0.990 2.0
G0:0016020 |GO:0016020 478 84.0 71.5 +12.5 0.04 0.990 1.2 -
Click for GO Results Based on the Profile's Expected Size [y Copy Table Save Table




|£| Gene Table for Profile 9 - O X
Selected Weight Gene Symbol SPOT 15m 30m 60m 90m 120m
1.00 YALO44C 46 0.00 -1.61 -2.30 -2.82 -0.43 1.71 -
1.00 YAL049C 51 0.00 -1.01 -1.29 -1.05 0.33 1.16 3
1.00 YALOS5W 55 0.00 -0.88 -1.16 -1.13 0.31 0.95 I
1.00 YALOGOW 60 0.00 -1.05 -1.52 -1.80 0.76 1.87
1.00 YALOGB3C 63 0.00 -1.11 -1.56 -1.81 -0.43 1.57
1.00 YBLO01C 114 0.00 -0.69 -0.80 -1.18 0.33 1.36
1.00 YBLOOSW-A 116 0.00 -1.17 -1.23 -1.28 -1.31 -0.57
1.00 YBLO10C 122 0.00 -0.54 -0.92 -0.95 -0.13 0.59
1.00 YBLO31W 143 0.00 -0.67 -0.96 -1.08 -0.77 0.57
1.00 YBLO35C 147 0.00 -0.56 -0.92 -0.75 -0.57 0.80
1.00 YBL040C 152 0.00 -0.79 -1.37 -1.78 -0.09 0.14
1.00 YBLOSOC 192 0.00 -0.38 -0.39 -0.74 -0.30 0.70
1.00 YBL094C 206 0.00 -1.25 -1.64 -1.24 -0.46 0.98
1.00 YBLO9SW 210 0.00 -0.78 -0.99 -0.81 -0.34 0.44
1.00 YBRO31W 259 0.00 -1.17 -2.08 -1.92 -1.21 0.59
1.00 YBR037C 265 0.00 -1.61 -2.26 -1.48 0.34 1.23
1.00 YBR053C 281 0.00 -0.89 -1.14 -2.41 072 0.59
1.00 YBRO54W 282 0.00 -1.65 -2.36 -1.72 0.21 0.1
1.00 YBRO70C 298 0.00 -0.85 -1.42 -1.14 0.18 1.21
1.00 YBRO72W 300 0.00 -1.26 -1.82 -1.93 0.99 2.30
1.00 YBRO8OW 318 0.00 -0.13 -1.05 -1.34 0.57 1.89
1.00 YBRO9E6W 325 0.00 -1.09 -1.77 -2.30 0.30 0.92
1.00 YBR159W 387 0.00 -0.57 -1.08 -0.88 -0.15 0.85
1.00 YBR214W 443 0.00 -0.67 -0.93 -0.88 -0.47 143
1.00 YBR236C 465 0.00 -0.81 -1.45 -0.96 -0.57 0.27 -
Copy Table Save Table [3 Copy Gene Names Save Gene Names Chromosome View




|£) Profile 48 — O X

Profile #48: (0, 2,3,3,2,0)

7 \I/E()i()pression Change 256.0 Genes Assigned; 32.6 Genes Expected; p-value = 1.8E-141 (significant)
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|£| GO Results for Profile 48 based on the actual number of genes assigned to the profile — O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0005634 |GO:0005634 720 131.0 95.5 +35.5 8.1E-7 <0.001 1.4 -
G0:0005730 |GO:0005730 169 43.0 224 +20.6 5.5E-6 0.002 1.9
G0:0006364 |GO:0006364 124 32.0 16.4 +15.6 7.6E-5 0.018 1.9
G0:0034476 |GO:0034476 6 5.0 0.8 +4.2 2.1E-4 0.058 6.3 L
G0:0003723 |G0O:0003723 148 34.0 19.6 +14.4 5.2E-4 0.102 AT
G0:0000178 |GO:0000178 10 6.0 13 +47 6.8E-4 0.152 45
G0:0070478 |GO:0070478 10 6.0 1.3 +47 6.8E-4 0.152 45 —
G0:0030687 |GO:0030687 49 15.0 6.5 +8.5 1.1E-3 0.178 23
G0:0034475 |GO:0034475 11 6.0 1:5 +4.5 1.3E-3 0.204 41
G0:0000176 |GO:0000176 11 6.0 1:5 +4.5 1.3E-3 0.204 41
G0:0071028 |GO:0071028 8 5.0 1.1 +3.9 1.6E-3 0.250 47
G0:0034427 |G0O:0034427 8 5.0 11 +3.9 1.6E-3 0.250 47
G0:0016569 |GO:0016569 23 9.0 3.0 +6.0 AHAE=3 0.258 3.0
G0:0071051 |GO:0071051 12 6.0 1.6 +4.4 2.4E-3 0.304 3.8
G0:0006396 |GO:0006396 12 6.0 1.6 +4.4 2.4E-3 0.304 3.8
G0:0000467 |GO:0000467 12 6.0 1.6 +4.4 2.4E-3 0.304 3.8
G0:0000177 |GO:0000177 9 5.0 1.2 +3.8 3.2E-3 0.384 42
G0:0071004 |GO:0071004 10 5.0 1.3 +3.7 5.6E-3 0.568 3.8
G0:0016573 |GO:0016573 11 5.0 1:5 +3.5 9.2E-3 0.722 34
G0:0006397 |GO:0006397 44 12.0 5.8 +6.2 9.4E-3 0.730 21
G0:0031965 |GO:0031965 16 6.0 21 +3.9 0.01 0.812 28
G0:0071042 |GO:0071042 12 5.0 1.6 +34 0.01 0.852 3.1
G0:0000466 |GO:0000466 12 5.0 1.6 +34 0.01 0.852 3.1
G0:0070481 |GO:0070481 12 5.0 1.6 +34 0.01 0.852 3.1
G0:0070651 |GO:0070651 12 5.0 1.6 +3.4 0.01 0.852 3.1 -
Click for GO Results Based on the Profile's Expected Size [y Copy Table Save Table




|£| Gene Table for Profile 48 - O X
Selected Weight Gene Symbol SPOT 15m 30m 60m 90m 120m

1.00 YALOS9W 59 0.00 1.88 263 3:11 -0.17 -0.78 -
1.00 YBLO29W 141 0.00 1.85 2.02 243 0.57 -0.30 3
1.00 YBRO30W 258 0.00 1.36 1.90 2.09 0.44 0.42 3
1.00 YBRO33W 261 0.00 3.76 3.76 3.93 0.56 -0.63 I
1.00 YBR034C 262 0.00 3.85 3.85 4.08 0.83 -0.59

1.00 YBR042C 270 0.00 2.34 2.28 262 0.39 -0.21

1.00 YBR043C 271 0.00 2.07 1.90 212 0.51 -0.84

1.00 YBR0O50C 278 0.00 1.72 1.61 1.03 0.51 -0.23

1.00 YBR152W 380 0.00 0.56 0.67 0.58 -0.03 -0.34

1.00 YBR211C 440 0.00 0.97 1.10 0.98 0.62 0.55

1.00 YBR238C 467 0.00 0.97 1.31 1.36 0.29 0.52

1.00 YBR246W 475 0.00 0.56 0.82 0.99 0.24 -0.28

1.00 YCLOZ26C-A 555 0.00 1.43 1.84 254 1.15 0.81

1.00 YCLO031C 560 0.00 243 232 2.31 0.54 -0.28

1.00 YCR103C 713 0.00 0.78 1.67 1.55 0.05 -0.93

1.00 YDLO02C 739 0.00 1.07 1.23 1.58 043 0.39

1.00 YDLO31W 768 0.00 1.19 1.96 1.58 0.15 -0.53

1.00 YDLO37C 774 0.00 3.88 461 373 0.52 -1.24

1.00 YDLO38C 776 0.00 295 270 312 1.80 -2.24

1.00 YDLO049C 786 0.00 483 498 432 2.68 -0.70

1.00 YDL111C 848 0.00 1.83 1.97 1.39 0.52 -1.11

1.00 YDL129W 866 0.00 2.31 233 3.10 -0.11 -1.24

1.00 YDLZ201W 939 0.00 1.14 1.45 222 0.44 -1.00

1.00 YDR042C 1028 0.00 3.24 3.96 2.86 2.96 0.04

1.00 YDRO046C 1032 0.00 1.85 229 246 0.59 0.08 -

Copy Table Save Table [3 Copy Gene Names Save Gene Names Chromosome View




|2 Profile 22 ~ = »

Expression Change Profile #22:(0,0,0,0,2,1)
—ov(i)p g 144.0 Genes Assigned; 28.1 Genes Expected; p-value = 7.1E-56 (significant)
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|£| GO Results for Profile 22 based on the actual number of genes assigned to the profile — O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0098869 |GO:0098869 15 9.0 11 +7.9 1.9E-7 <0.001 8.0 -
G0:0034599 |GO:0034599 40 14.0 3.0 +11.0 3.8E-7 <0.001 47
G0:0055114 |GO:0055114 97 22.0 7.2 +14.8 9.3E-7 <0.001 3.0
G0:0016491 |GO:0016491 74 18.0 55 +12.5 3.5E-6 <0.001 33
G0:0016209 |GO:0016209 7 5.0 05 +4.5 4.0E-5 0.008 9.6
G0:0005741 |GO:0005741 23 8.0 1.7 +6.3 1.5E-4 0.024 47
G0:0045454 |GO:0045454 13 5.0 1.0 +4.0 1HAE=3 0.184 5.2
G0:0016192 |GO:0016192 26 7.0 1.9 +5.1 2.2E-3 0.206 3.6
G0:0005739 |GO:0005739 330 38.0 246 +13.4 2.3E-3 0.214 1.5 3
G0:0000139 |GO:0000139 31 7.0 23 +47 6.4E-3 0.452 3.0
G0:0005758 |GO:0005758 18 5.0 1.3 +3.7 8.3E-3 0.536 3.7
G0:0016021 |GO:0016021 368 39.0 274 +11.6 9.2E-3 0.580 1.4
G0:0005975 |GO:0005975 27 6.0 2.0 +4.0 0.01 0.668 3.0
G0:0005829 |G0O:0005829 174 21.0 13.0 +8.0 0.02 0.728 1.6
G0:0016020 |GO:0016020 478 46.0 35.6 +10.4 0.03 0.866 13
G0:0005789 |GO:0005789 103 13.0 7.7 +5.3 0.04 0.928 AT =
G0:0005886 |GO:0005886 149 17.0 11.1 +5.9 0.05 0.962 1.5
G0:0003674 |GO:0003674 586 52.0 437 +8.3 0.07 0.992 1.2
G0:0005794 |GO:0005794 50 7.0 3.7 +3.3 0.07 0.992 1.9
G0:0016740 |GO:0016740 229 23.0 171 +5.9 0.08 0.992 13
G0:0005743 |GO:0005743 64 8.0 48 +3.2 0.10 0.996 1T
G0:0008152 |G0O:0008152 57 7.0 43 +2.7 0.13 1.000 1.6
G0:0005737 |GO:0005737 728 61.0 543 +6.7 0.13 1.000 1.1
G0:0005783 |GO:0005783 175 17.0 13.1 +3.9 0.15 1.000 13
G0:0015031 |GO:0015031 88 9.0 6.6 +2.4 0.20 1.000 1.4 -
Click for GO Results Based on the Profile's Expected Size [y Copy Table Save Table




|£| Gene Table for Profile 22 — O X
Selected Weight Gene Symbol SPOT 0 15m 30m 60m 90m 120m
1.00 YALOOBW 7 0.00 -0.61 -0.87 -0.65 1.01 1.59 -
1.00 YALOB7C 68 0.00 -0.30 -0.68 -0.43 057 0.50
1.00 YBL064C 176 0.00 -1.63 -1.82 -1.80 1.47 2.30 3
1.00 YBR026C 254 0.00 -0.88 -1.15 -1.54 1.14 1.31 J
1.00 YBR046C 274 0.00 -0.71 -0.90 -0.61 0.64 1.05
1.00 YBRO56W 284 0.00 -0.60 -0.90 -0.92 0.83 1.05
1.00 YBR126C 354 0.00 -1.10 -1.65 -1.51 1.70 1.39
1.00 YBR148W 376 0.00 -0.31 -1.01 -0.65 1.33 145
1.00 YBR149W 377 0.00 -0.81 -1.57 -1.21 1.54 1.68
1.00 YBR183W 412 0.00 0.21 -0.25 -0.48 1.39 1.65
1.00 YCLO40W 569 0.00 -0.59 -2.06 -1.38 2.93 354
1.00 YCRO75C 686 0.00 -1.65 -1.83 -1.63 0.71 0.76
1.00 YDLO018C 755 0.00 -1.22 -1.56 -3.01 1.52 0.28
1.00 YDLO72C 809 0.00 -0.88 -1.28 -1.31 1.08 1.21
1.00 YDL124W 861 0.00 -1.65 -2.31 -2.56 1.28 0.64
1.00 YDL204W 942 0.00 -0.59 -0.36 -0.98 2.38 2.00
1.00 YDRO70C 1056 0.00 -0.63 -0.69 -0.79 1.25 2.12
1.00 YDRO084C 1070 0.00 -0.58 -1.29 -2.36 1.32 0.84
1.00 YDR100W 1086 0.00 -1.90 -1.71 -2.47 1.68 1.33
1.00 YDR109C 1095 0.00 -0.57 -0.66 -0.82 0.45 0.32
1.00 YDR160W 1146 0.00 -0.46 -0.31 -0.38 1.10 1.32
1.00 YDR204W 1191 0.00 -1.58 -1.36 -1.92 0.97 0.73
1.00 YDR234W 1221 0.00 -0.87 -0.33 -0.41 1.14 0.84
1.00 YDR276C 1263 0.00 -1.06 -1.51 -1.24 1.15 1.88
1.00 YDR453C 1440 0.00 -1.24 -1.15 -1.81 1.98 0.83 -
Copy Table Save Table Copy Gene Names Save Gene Names Chromosome View




|£ Profile 40

6

Expression Change
v(i)

Profile #40: (0, 2,0,1,0,-2)
66.0 Genes Assigned; 24.9 Genes Expected; p-value = 3.7E-12 (significant)
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|£| GO Results for Profile 40 based on the actual number of genes assigned to the profile - O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes | p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0O:0042254 |G0:0042254 122 8.0 4.2 +3.8 0.05 0.784 1.9
G0:0005730 |GO:0005730 169 10.0 5.8 +4.2 0.06 0.820 i E 4
G0:0030529 |G0:0030529 113 7.0 39 +3.1 0.09 0.906 1.8
G0:0005575 |G0:0005575 167 9.0 5.7 +3.3 0.11 0.942 1.6
G0:0008150 |GO:0008150 319 15.0 10.9 +4.1 0.11 0.948 14
GO:0006364 |GO:0006364 124 7.0 4.2 +2.8 0.13 0.964 AT
GO:0005840 |GO:0005840 85 5.0 29 +2.1 0.16 0.986 AT
G0:0016021 |GO:0016021 368 16.0 12.6 +34 0.17 0.990 13
GO:0003674 |GO:0003674 586 23.0 20.0 +3.0 0.25 1.000 1.1
G0:0016020 |GO:0016020 478 18.0 16.3 Bk £ 0.36 1.000 1.1
G0:0003723 |G0:0003723 148 6.0 5.1 +0.9 0.39 1.000 1.2
G0:0005829 |G0:0005829 174 6.0 5.9 +0.1 0.56 1.000 1.0
G0:0005886 |GO:0005886 149 5.0 5.1 -0.1 0.59 1.000 1.0
GO:0016740 |GO:0016740 229 7.0 7.8 -0.8 0.68 1.000 0.9
GO:0005634 |GO:0005634 720 23.0 24.6 -1.6 0.70 1.000 0.9
G0:0005783 |G0:0005783 175 5.0 6.0 -1.0 0.73 1.000 0.8
G0:0006810 |GO:0006810 204 5.0 7.0 -2.0 0.84 1.000 0.7
G0:0005739 |G0:0005739 330 8.0 11.3 -3.3 0.90 1.000 0.7
G0:0005737 |GO:0005737 728 15.0 24.9 -9.9 1.00 1.000 0.6
Click for GO Results Based on the Profile's Expected Size Copy Table Save Table




|£| Gene Table for Profile 40 - O X
Selected Weight Gene Symbol SPOT 15m 30m 60m 90m 120m
1.00 YBRO51W 279 0.00 1.16 0.61 1.31 -0.69 -2.65 -
1.00 YDL142C 880 0.00 0.63 0.37 0.35 0.25 -0.70
1.00 YDL150W 888 0.00 270 237 214 0.20 -1.42
1.00 YDL194W 932 0.00 1.63 1.23 0.14 -0.08 -1.07
1.00 YDLZ208W 946 0.00 0.78 0.53 1.28 0.18 -1.29
1.00 YDR185C 1172 0.00 1.86 1.64 1.48 1.49 -2.01 =
1.00 YDR274C 1261 0.00 248 256 225 -1.26 -3.18
1.00 YDR275W 1262 0.00 1.78 1.90 1.72 -0.68 -1.97
1.00 YDR339C 1326 0.00 1.75 1.15 1.97 0.21 -0.67
1.00 YDR405W 1392 0.00 1.13 0.86 0.68 -0.12 -0.88 =
1.00 YDR491C 1477 0.00 1.86 1.97 2.09 0.35 -2.64
1.00 YDR492W 1478 0.00 421 441 3.98 -1.06 -3.98
1.00 YDR525W 1511 0.00 1.82 0.45 0.80 1.35 -3.83
1.00 YELO023C 1555 0.00 0.42 -0.40 0.26 -0.43 -2.08
1.00 YELO57C 1589 0.00 0.91 0.69 1.19 0.30 -0.73
1.00 YER161C 1781 0.00 1.52 0.97 1.05 0.29 -0.13
1.00 YGLO17W 1957 0.00 1.10 0.95 0.19 -0.16 -0.94
1.00 YGLOSOW 2019 0.00 1.40 0.71 1.54 0.93 -0.20
1.00 YGL170C 2109 0.00 3.20 2.88 292 -0.41 -3.14
1.00 YGL192W 2131 0.00 0.80 0.52 0.75 0.03 -0.64
1.00 YGR035C 2237 0.00 521 259 3.13 0.70 -0.77
1.00 YGR048W 2250 0.00 218 1.57 1.88 1.63 -1.35
1.00 YGR081C 2283 0.00 2.03 1.59 1.68 0.32 -0.40
1.00 YGR197C 2399 0.00 0.45 0.42 1.28 -0.84 -1.31
1.00 YGR216C 2418 0.00 1.36 0.74 0.75 0.26 -0.21 -
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|£) Profile 2

4

£ ion Ch Profile #2: (0,-2,-2,0,1,0)
v();)presswn ange 63.0 Genes Assigned; 38.9 Genes Expected; p-value = 1.9E-4 (significant)
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|£| GO Results for Profile 2 based on the actual number of genes assigned to the profile - 0O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0005737 |GO:0005737 728 31.0 23.8 +7.2 0.04 0.684 13
G0:0003674 |GO:0003674 586 26.0 19.1 +6.9 0.04 0.690 1.4
G0:0005575 |GO:0005575 167 9.0 54 +3.6 0.09 0.910 1T
G0:0006355 |GO:0006355 145 8.0 47 +3.3 0.09 0.924 AT
G0:0007049 |GO:0007049 83 5.0 2:7 +2.3 0.13 0.968 1.8
G0:0006351 |GO:0006351 158 8.0 5.2 +2.8 0.14 0.968 1.6
G0:0016787 |GO:0016787 191 8.0 6.2 +1.8 0.28 1.000 13
G0:0008150 |GO:0008150 319 12.0 10.4 +1.6 0.34 1.000 1.2
G0:0005783 |GO:0005783 175 7.0 57 +1.3 0.34 1.000 1.2
G0:0005634 |GO:0005634 720 25.0 23.5 +1.5 0.39 1.000 1.1
G0:0016021 |G0O:0016021 368 13.0 12.0 +1.0 0.42 1.000 1.1
G0:0006810 |GO:0006810 204 6.0 6.7 -0.7 0.67 1.000 0.9
G0:0016020 |GO:0016020 478 11.0 15.6 -4.6 0.94 1.000 0.7
G0:0005739 |GO:0005739 330 5.0 10.8 -5.8 0.99 1.000 05
Click for GO Results Based on the Profile's Expected Size [y Copy Table Save Table




|£| Gene Table for Profile 2 — O X
Selected Weight Gene Symbol SPOT 0 15m 30m 60m 90m 120m
1.00 YALOB1W 61 0.00 -2.11 -2.60 -1.33 1.83 2.81 -
1.00 YBL102W 216 0.00 -1.11 -1.40 -0.82 0.71 1.24
1.00 YBL111C 224 0.00 -3.08 -3.03 -2.22 -0.07 0.34
1.00 YBRO71W 299 0.00 -2.32 -2.62 -1.47 0.27 0.87
1.00 YCLO20W 548 0.00 -0.84 -1.07 -0.59 0.07 -0.26
1.00 YDLO46W 783 0.00 -0.58 -0.94 -0.26 0.68 1.05 =
1.00 YDR043C 1029 0.00 -1.59 -1.39 -0.43 0.08 -0.23
1.00 YDR328C 1315 0.00 -0.40 -0.51 0.04 0.93 0.35
1.00 YDR378C 1365 0.00 -0.79 -1.09 -0.94 0.36 -0.10
1.00 YDR528W 1514 0.00 -2.11 -1.29 -0.11 0.14 0.54
1.00 YDR540C 1526 0.00 -0.50 -0.69 -0.26 057 0.41
1.00 YERO09W 1622 0.00 -0.84 -1.05 -0.66 0.44 -0.21
1.00 YERO37W 1651 0.00 -1.07 -0.71 -0.14 0.69 -0.80
1.00 YER038C 1652 0.00 -1.40 -0.76 0.32 1.49 -0.12
1.00 YER039C 1653 0.00 -1.02 -0.88 -0.73 0.59 047
1.00 YFL017C 1830 0.00 -0.81 -1.65 -1.14 0.48 -0.38
1.00 YFR034C 1917 0.00 -0.76 -1.07 -0.04 0.21 0.55
1.00 YFRO45W 1928 0.00 -1.37 -1.10 -0.71 0.38 -0.19
1.00 YGLOGSW 2007 0.00 -0.99 -0.59 -0.72 0.30 -0.07
1.00 YGL133W 2072 0.00 -1.13 -1.17 -0.73 0.56 0.11
1.00 YGL224C 2163 0.00 -0.98 -0.86 042 0.50 0.14
1.00 YGR109C 2311 0.00 -2.70 -1.91 -1.07 0.49 1.03
1.00 YGR225W 2427 0.00 -0.35 -0.61 0.13 1.21 -0.01
1.00 YIL034C 2810 0.00 -1.55 -1.90 -1.53 1.12 -0.12
1.00 YIR017C 2970 0.00 -1.27 -0.63 0.18 0.59 -0.20 =
Copy Table Save Table Copy Gene Names Save Gene Names Chromosome View




%)| Profile 16 - O X

Profile #16: (0,-1,1,0,-1,-3)
50.0 Genes Assigned; 22.8 Genes Expected; p-value = 4. 7E-7 (significant)
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|£| GO Results for Profile 16 based on the actual number of genes assigned to the profile - 0O X
Category ID Category Name #Genes | #Genes | #Genes | #Genes p-value | Corrected Fold
Category | Assigned | Expected | Enriched p-value
G0:0046872 |GO:0046872 198 9.0 5.1 +3.9 0.06 0.720 1.8
G0:0005829 |G0O:0005829 174 8.0 45 +3.5 0.07 0.792 1.8
G0:0005783 |GO:0005783 175 8.0 45 +3.5 0.08 0.822 1.8
G0:0003824 |G0O:0003824 92 5.0 24 +2.6 0.09 0.868 21
G0:0016787 |GO:0016787 191 8.0 49 +3.1 0.11 0.908 1.6
G0:0003723 |G0O:0003723 148 6.0 3.8 +2.2 0.18 0.968 1.6
G0:0005524 |GO:0005524 168 6.0 4.4 +1.6 0.26 0.998 1.4
G0:0005730 |GO:0005730 169 6.0 4.4 +1.6 0.27 0.998 1.4
G0:0016020 |GO:0016020 478 14.0 12.4 +1.6 0.35 1.000 1.1
G0:0016021 |G0O:0016021 368 11.0 9.5 +1.5 0.35 1.000 1.2
G0:0000166 |GO:0000166 189 6.0 49 +1.1 0.36 1.000 1.2
G0:0016740 |GO:0016740 229 6.0 5.9 +0.1 0.55 1.000 1.0
G0:0006810 |GO:0006810 204 5.0 53 -0.3 0.62 1.000 0.9
G0:0005634 |GO:0005634 720 18.0 18.6 -0.6 0.63 1.000 1.0
G0:0005739 |GO:0005739 330 8.0 8.5 -0.5 0.64 1.000 0.9
G0:0008150 |GO:0008150 319 7.0 8.3 =13 0.74 1.000 0.8
G0:0005737 |GO:0005737 728 15.0 18.9 -3.9 0.90 1.000 0.8
G0:0003674 |GO:0003674 586 10.0 15.2 =2 0.97 1.000 0.7
Click for GO Results Based on the Profile's Expected Size Copy Table Save Table




|£| Gene Table for Profile 16 - O X
Selected Weight Gene Symbol SPOT 15m 30m 60m 90m 120m
1.00 YBL0O55C 167 0.00 0.35 0.51 0.55 -0.37 -1.17 -
1.00 YBRO12W-A 239 0.00 -0.58 -0.47 -0.15 -1.11 -2.30
1.00 YBROG7C 295 0.00 0.53 1.53 2.00 -0.53 -3.40
1.00 YBR092C 321 0.00 0.13 0.35 0.69 -0.31 -1.16
1.00 YBR270C 499 0.00 0.29 0.41 0.69 -0.32 -1.75
1.00 YDLO50C 787 0.00 0.48 0.77 1.06 -0.71 -1.53
1.00 YDLOS1W 788 0.00 0.27 0.74 1.36 -1.18 -2.20 =
1.00 YDL152W 890 0.00 0.82 1.82 1.84 0.05 -2.62
1.00 YDR165W 1151 0.00 0.45 1.31 1.23 -1.61 -1.79
1.00 YDR191W 1178 0.00 0.36 0.68 0.50 -0.09 -0.81
1.00 YDR365C 1352 0.00 1.36 1.81 2.08 -0.65 -2.02
1.00 YERO77C 1695 0.00 0.94 1.26 077 -0.16 -1.98
1.00 YFLO49W 1863 0.00 0.16 0.42 0.59 -0.04 -0.90 —
1.00 YFRO55W 1938 0.00 0.45 1.54 1.19 -1.10 -2.14
1.00 YGLO39W 1979 0.00 0.08 0.81 1.07 0.01 -3.26
1.00 YGLOS5W 1994 0.00 3N 473 452 -3.42 -9.76
1.00 YGR234W 2436 0.00 -1.36 -0.74 -1.02 -1.81 -3.22
1.00 YIL114C 2890 0.00 -0.60 -0.18 -0.27 -0.37 -1.07
1.00 YIL119C 2895 0.00 0.37 0.60 0.66 -0.47 -1.28
1.00 YJLOO7C 3004 0.00 1.23 277 0.35 1.05 -1.87
1.00 YJLO37W 3031 0.00 -0.23 0.65 0.47 0.47 -0.86
1.00 YJLO87C 3080 0.00 0.46 0.97 1.04 -0.50 -1.14
1.00 YJL145W 3138 0.00 0.16 0.07 0.11 -1.94 -2.94
1.00 YJL148W 3141 0.00 1.14 1.53 1.34 -0.72 -1.92
1.00 YJRO03C 3220 0.00 0.84 1.26 1.03 -0.06 -1.48 -
Copy Table Save Table [3 Copy Gene Names Save Gene Names Chromosome View
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