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What is iDog?

e |Integrated research resource for domestic
dogs and wild canids
e Based out of China

e Several data types: ®
o Genes I u

Genomes

SNPs

Breed/Disease Traits
Gene Expression

o O O O



What is iDog?

e Links to other specific databases
o Connected to NGDC (which links to over 40
databases)

e Public release on January 17th, 2017

e Updated every few months
o Last updated June 21st, 2019



Database Specifics

Phenotypic data gathered from Kennel Clubs/Unions

Curated from dog research communities and public resources

o CIDD

OIMA
TheDogPlace
Ensembl
UniProt

e Maintained by National Genomics Data Center
Funded by various associations and programs of the Chinese Academy of
Science

o O O O



Contents

Over 60 million data points
Provides literature about specific species

of canids

Provides tools for genomic data
visualization and analysis

Data
Data contents statistics
Gene
Gene integrated from Ensembl database 32220
Gene associated with Dog disease 229
SNP
Individuals 127
Non-redundant SNPs identified 42871 184
Non-redundant SNPs annotated in gene 22031720
Phenotype & disease
Standard Breeds 473
Diseases 783
Genotype-phenotype pairs (G2Ps) 594
Genome
Scaffolds for wolf 581
Scaffolds for Dhole 749
Gene expression
RNA-Seq projects 1
Experiments 83
Tissues 5
Genes well annotated 27 534
Gene ontology (GO)
Molecular function
Genes 14 361
Annotations 60 030
Biological process
Genes 15079
Annotations 103 120
Cellular component
Genes 15884
Annotations 65214
Literature
Papers and books 6535



Utility for the Public

Gene Summary

Gene Name: ENSCAFG00000011642
Location: Chr34:14853054-14854028(+)
Synonym: SOX2

Targeted Audience has

UniprotKB: -
Interprold: IPR00S071;IPR022097

Gene Structure

Gene Description: SRY-box 2 [Source:VGNC Symbol;Acc:VGNC:46678]

background in biology and

genetics

Some information is
understandable by those -
without experience

Phenotype database easily
understandable

14853500

14853600

14853700

14853800

14853900

14854000

Breeds Search ~

Breed Name ~

Temperament ~

[ Affectionate ~|Friendly () Alert
" Intelligent ~Loyal [ Calm

(" Lively (1Smart [ Courageous
"~ Gentle | Confident

(" Independent [ Devoted

(" Fearless [ Playful [ Dignified
" Aggressive [ Outgoing

Size ~

OAIl  Small () Medium
(Large

Trainability ~

OAIl  Responds Well
(" )Eagerto Please ( Independent
(" )Agreeable  May be Stubborn

" Easy Training  Controled
Weight ~

1 ~ | 105 kg
Height ~

12 ~ | 9 cm

Life Expectancy ~
5 ~ | 2 years



User Friendliness

%:NGDC  Databases  Tools Publications  About Signin

32,220 Genes
229Dog disease genes
42,871,184 Ungiue SNPs

« CTVT Genotype-monomorphic Sites
File is now available to access (2019-
06-21)

P DogPD E DogED G GO

J = DogHDC is now available to access
Dog Phenotype Database Dog Expression Database GO Function Annotations (2018-04-09)

« Dog Online is now available to access
(2018-04-08)

e The layout design is organized, but lacks some st s | Dot g cpcestas
genetic information compared to other LR
variety of data services. This includes Genes, Genomes, SNPs, Breed/Disease Traits, Gene Expressions, GO Function Annotations,
Dog-Human Homolog Diseases and Literatures. In addition, iDog provides Online tools for performing genomic data visualization and
Search:| Gene Symbol v || eg ENPP1 Q ‘ 594G2P Pairs
. . . e.g. MERTK, ENSCAFG00000000338, Chr1:14702150-37601000(+) L \v" ji;z:zz::z :Z: ‘[’)\l::le
searching up genes to provide basic
information G ..o B . o B oo e
H Dog Onli DogHDC Dog Literat -03-
e Tutorials are not helpful D T @ O TLITD | i

Welcome to iDog !
d a t a b a S e S . iDog, an integrated resource for domestic dog (Canis lupus familiaris) and wild canids, provides the worldwide dog research community a oo
e The database definitions can be found when S e
e Navigating this site could be difficult if user

does not understand biological terminology

Publication

Tang B, Zhou Q, Dong L, et l.(2018). “iDog: an integrated resource for domestic dogs and wild canids." Nucleic Acids Research.

PMID:30371881

Related Links
Dog 10K genomes project (dog10K)

@ Global Visitors

Data collected from 26 June, 2018



User Friendliness (cont.)

e The search function only works to find gene symbol, gene name, and gene location
e Example searches are provided for quick understanding
e However, a general search bar is not found and requires you to look for tutorials/help

Welcome to iDog !

iDog, an integrated resource for domestic dog (Canis lupus familiaris) and wild canids, provides the worldwide dog research community a
variety of data services. This includes Genes, Genomes, SNPs, Breed/Disease Traits, Gene Expressions, GO Function Annotations,
Dog-Human Homolog Diseases and Literatures. In addition, iDog provides Online tools for performing genomic data visualization and
analyses.

Search:| Gene Symbol v | eg ENPP1 Q ‘
e.g. MERTK, ENSCAFG00000000338, Chr1:14702150-37601000(+) . TS

%




FAQ/Tutorials

e Finding the help section
is difficult and offers a
limited amount of

information

e Tutorials are too little
info, FAQ is too much

Tutorial

1. Gene Query

Users can use fiter resticing thei gene queries wilh our gene auery form. Delalled
Information of the fesufs In 1D0g are presented i 10 categories, Mclsing Gene
‘Summary, Gene Stiucture, SNP Information, Exon Inormalion i Dioke Genome.
‘Assembly, GWAS Catalog, Dog Disease Iformation, Expression nformation. Homolog
Gene, Gene Griiogy and Geneme Browser

Clcknere for  cetaled wioria,

2. Dog Genome Database

Dog Genome Database (DogGD) s a data container fo the genome assembly
Information of weltchole genomes. f feaiures scafod annctated gene and protei
informaion

Detalles tiorias ae provised below:

+ Browse data

bog Genome o

e i
SNPS which curated fom 127 indual sampies and GOSN (v 145).
Dealld tloias e provided below,

« Brouse NP caia
« NP ables

+ Brouse on Chromosome
+ Search cata

« Singie inonicual search

+ Compared indviduals search
« Downaa

5. Dog Expression Database

Dog Expression Database (DogED) s  reposiory o gene expression profies cerived
entisly from RNA-Seq data analysis of tssues fom Canis Curent. 7 RNA-Seq
Projects and 83 Experiments are colleced flom NGB
Detalles tiorials are provi beow.
+ Browse Data
o RNaseq Project
+ Gene Diferental Expression i Project
Amoiied Gene
+ seachDaa
o Gene Expression Seareh

6. Dog Human Disease Connection

Dog Human Disease Conneclion (DogHDC) s dedicated fo provide. homolog

n ctner species i
Detales tiorias ae provised below:
+ Browse Data
o Dog & Human homalog information
+ searchData

= Dog & Human homalog information

g Online
Dog onine provices daa visualzaton and analysis 20f for D09, Users can analyze
thei own data and visuaize the resuls oniine.
Detalled tioras are proviced below:
+ Data Visualization
« Dog SNP Genome Browser

+ DataAnalyss
o WA

FAQ

How to find interesting gene? FAQ

Dog Genome Database (DogGD)

1. How to search annotated information in DogGD? FAQ

2. How perform blast with my own data against DogGD? FAQ

Dog SNP Database (DogSD)

How to retrieve RefSNP information? FAQ

How to retrieve Individual SNP information? FAQ
How to find the SNP annotated information? FAQ
How to search for SNP in single individual? FAQ

How to search for SNP in multiple individuals? FAQ

o o A o N

How to download data of DogSD? FAQ

Dog Phenotype Database (DogPD)

1. How to search breed information? FAQ

2. How to search dog disease information ? FAQ

Dog Expression Database (DogED)

1. How to find gene profiles by FPKM value? FAQ

Dog Human Disease Connection (DogHDC)

1. How to find homolog information of dog and human? FAQ



Downloadable Data

Downioad Sequence Data

e The downloadable files hold a lot of memory, Download- -

which results in a slow download time enome s

SNP data o

o SpeCIﬁC Programs are need ed 1:0 run e :M“‘"“ c— -
downloaded files (.fa and .bam extensions <ozl

Download data

Data list

t p e S 1. bam file 1.bam file
y Note - The following st provides the inks to can be used data directly, due to the size of the datasets, we recommend

2.balfle Gounloading the data using the following nstructions:
Under linux environment: use wget command
3 fastq file such as waet fip/download big ac.cnidog/dogsd/bam/1735.rmdup.realign recalibration bam

e Converting these files is problematic e

11you connect successully, then change to the path dogsd

File name MD5
All Gene Expression TP 1735 rmdup realign recalibration.bam b0930091031de67989c76934d3db59e
X X 2972 rmdup.realign.recalibration.bam 16e3e870M08779232dM00a29e602a
Gene expression in each project
4669 rmdup.realign.recalibration.bam €ff5420163€ac03562477d0a9(d09336
Name. xpression profile in project Differential gene profile within project
ERNATTATTS = = BA19.rmdup.realign.recalibration.bam 7ab1b4e17e35702852e13000200bec2
PRINA276284 FTP FTP Basenji rmdup realign recalibration bam 124239527 1961M2Cb81e302050c32d0
PRUNA297808 FTP FTP At inrtine W A A AN ARSI A AR A4 i
PRINA314784 FTP FTP
PRUNA360981 FTP FTP
PRINA382537 FTP FTP

PRINA393099 FTP FTP



e Sparky is a 13 yr. Old Yorkshire
Terrier

e Lately has developed
cloudiness in his eyes




Judgement

e This database is not useful or easy to navigate if a person is not familiar
with the field of study

e Data is mainly about dogs, but presented in a professional fashion
o  Curated from many credible databases
o Published in credible journal
o  Mainly useful for scientists, geneticists, dog owners

100G




